In the crystal structure of the mononuclear title compound, [Mn(NCS) 2 (C 10 H 8 N 2 ) 2 ]ÁC 10 H 8 N 2 , the Mn II cation is coordinated in an all-cis configuration by two N-bound thiocyanate anions and two 2,2 0 -bipyridine ligands within a slightly distorted octahedral environment. The asymmetric unit consists of one Mn II cation, two thiocyanate anions and two 2,2 0 -bipyridine ligands, as well as two non-coordinating 2,2 0 -bipyridine ligands that are each located on centres of inversion. In the crystal structure, the discrete [Mn(NCS) 2 (C 10 H 8 N 2 ) 2 ] complex molecules are arranged in such a way that cavities are formed, in which the solvent 2,2 0 -bipyridine molecules are located. Apart from van der Waals forces, there are no remarkable intermolecular interactions present in the crystal structure. 
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Figure 1
The molecular components of the title compound with labelling and displacement ellipsoids drawn at the 50% probability Extinction coefficient: 0.0025 (9) Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (i) −x+1, −y+1, −z+1; (ii) −x+2, −y+1, −z+1.
